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SEQUENCE LISTING 



<110> Ayalon, Michal 
Pollock, Sarah 
Diber, Alex 
Levine, Zurit 
Nemzer, Sergey 
Dahary, Dvir 
Sorek, Rotem 
Levanon, Erez 
Rotman, Galit 
Savitsky, Kineret 
Chermesh, Chen 
Mintz, Liat 
Freilich, Shiri 
Beck, Nili 
Zhu, Wei-Yong 
Wasserman, Alon 
Azar, Idit 
Bernstein, Jeanne 

<120> NOVEL POLYNUCLEOTIDES ENCODING SOLUBLE POLYPEPTIDES AND METHODS USING 
SAME 

<130> 27256 
<160> 43 

<170> Patentln version 3.2 

<210> 1 

<211> 934 

<212> PRT 

<213> Homo sapiens 

<400> 1 

Met Lys Ala Pro Ala Val Leu Ala Pro Gly lie Leu Val Leu Leu Phe 
15 10 15 

Thr Leu Val Gin Arg Ser Asn Gly Glu Cys Lys Glu Ala Leu Ala Lys 
20 25 30 

Ser Glu Met Asn Val Asn Met Lys Tyr Gin Leu Pro Asn Phe Thr Ala 
35 40 45 

Glu Thr Pro lie Gin Asn Val lie Leu His Glu His His lie Phe Leu 

50 ' ' 55 60 

Gly Ala Thr Asn Tyr lie Tyr Val Leu Asn Glu Glu Asp Leu Gin Lys 
65 70 75 80 

Val Ala Glu Tyr Lys Thr Gly Pro Val Leu Glu His Pro Asp Cys Phe 
85 ^ 90 95 

Pro Cys Gin Asp Cys Ser Ser Lys Ala Asn Leu Ser Gly Gly Val Trp 
100 105 110 

Lys Asp Asn lie Asn Met Ala Leu Val Val Asp Thr Tyr Tyr Asp Asp 
115 120 125 
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Gin Leu lie Ser Cys Gly Ser Val Asn Arg Gly Thr Cys Gin Arg His 
130 135 140 



Val Phe Pro His Asn His Thr Ala Asp lie Gin Ser Glu Val His Cys 
145 150 155 160 



lie Phe Ser Pro Gin lie Glu Glu Pro Ser Gin Cys Pro Asp Cys Val 
165 170 175 



Val Ser Ala Leu Gly Ala Lys Val Leu Ser Ser Val Lys Asp Arg Phe 
180 ^ 185 190 



lie Asn Phe Phe Val Gly Asn Thr lie Asn Ser Ser Tyr Phe Pro Asp 
195 200 205 



His Pro Leu His Ser lie Ser Val Arg Arg Leu Lys Glu Thr Lys Asp 
210 215 220 



Gly Phe Met Phe Leu Thr Asp Gin Ser Tyr lie Asp Val Leu Pro Glu 
225 230 235 240 



Phe Arg Asp Ser Tyr Pro lie Lys Tyr Val His Ala Phe Glu Ser Asn 
245 250 255 



Asn Phe lie Tyr Phe Leu Thr Val Gin Arg Glu Thr Leu Asp Ala Gin 
260 265 270 



Thr Phe His Thr Arg lie lie Arg Phe Cys Ser lie Asn Ser Gly Leu 
275 ~ 280 ' 285 



His Ser Tyr Met Glu Met Pro Leu Glu Cys lie Leu Thr Glu Lys Arg 
290 " 295 300 



Lys Lys Arg Ser Thr Lys Lys Glu Val Phe Asn lie Leu Gin Ala Ala 
305 310 315 320 



Tyr Val Ser Lys Pro Gly Ala Gin Leu Ala Arg Gin lie Gly Ala Ser 
325 330 335 



Leu Asn Asp Asp lie Leu Phe Gly Val Phe Ala Gin Ser Lys Pro Asp 
340 345 350 



Ser Ala Glu Pro Met Asp Arg Ser Ala Met Cys Ala Phe Pro lie Lys 
355 360 365 



Tyr Val Asn Asp Phe Phe Asn Lys lie Val Asn Lys Asn Asn Val Arg 
370 * 375 " 380 



Cys Leu Gin His Phe Tyr Gly Pro Asn His Glu His Cys Phe Asn Arg 



385 



390 
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395 



400 



Thr Leu Leu Arg Asn Ser Ser Gly Cys Glu Ala Arg Arg Asp Glu Tyr 
405 410 415 



Arg Thr Glu Phe Thr Thr Ala Leu Gin Arg Val Asp Leu Phe Met Gly 
420 425 430 



Gin Phe Ser Glu Val Leu Leu Thr Ser lie Ser Thr Phe lie Lys Gly 
435 440 445 



Asp Leu Thr lie Ala Asn Leu Gly Thr Ser Glu Gly Arg Phe Met Gin 
450 455 460 



Val Val Val Ser Arg Ser Gly Pro Ser Thr Pro His Val Asn Phe Leu 
465 470 475 480 



Leu Asp Ser His Pro Val Ser Pro Glu Val lie Val Glu His Thr Leu 
485 490 495 



Asn Gin Asn Gly Tyr Thr Leu Val lie Thr Gly Lys Lys lie Thr Lys 
500 505 510 



lie Pro Leu Asn Gly Leu Gly Cys Arg His Phe Gin Ser Cys Ser Gin 
515 520 " 525 



Cys Leu Ser Ala Pro Pro Phe Val Gin Cys Gly Trp Cys His Asp Lys 
530 535 540 



Cys Val Arg Ser Glu Glu Cys Leu Ser Gly Thr Trp Thr Gin Gin lie 
545 550 555 560 



Cys Leu Pro Ala lie Tyr Lys Val Phe Pro Asn Ser Ala Pro Leu Glu 
565 570 575 



Gly Gly Thr Arg Leu Thr lie Cys Gly Trp Asp Phe Gly Phe Arg Arg 
580 585 " * 590 



Asn Asn Lys Phe Asp Leu Lys Lys Thr Arg Val Leu Leu Gly Asn Glu 
595 600 605 



Ser Cys Thr Leu Thr Leu Ser Glu Ser Thr Met Asn Thr Leu Lys Cys 
610 615 620 



Thr Val Gly Pro Ala Met Asn Lys His Phe Asn Met Ser lie lie lie 
625 630 635 640 



Ser Asn Gly His Gly Thr Thr Gin Tyr Ser Thr Phe Ser Tyr Val Asp 
645 650 655 
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Pro Val lie Thr Ser lie Ser Pro Lys Tyr Gly Pro Met Ala Gly Gly 
660 665 670 



Thr Leu Leu Thr Leu Thr Gly Asn Tyr Leu Asn Ser Gly Asn Ser Arg 
675 680 685 



His lie Ser lie Gly Gly Lys Thr Cys Thr Leu Lys Ser Val Ser Asn 
690 ~ 695 700 



Ser lie Leu Glu Cys Tyr Thr Pro Ala Gin Thr lie Ser Thr Glu Phe 
705 710 715 720 



Ala Val Lys Leu Lys lie Asp Leu Ala Asn Arg Glu Thr Ser lie Phe 
725 730 735 



Ser Tyr Arg Glu Asp Pro lie Val Tyr Glu lie His Pro Thr Lys Ser 
740 745 750 



Phe lie Ser Gly Gly Ser Thr lie Thr Gly Val Gly Lys Asn Leu Asn 
7 55 7 60 7 65 



Ser Val Ser Val Pro Arg Met Val lie Asn Val His Glu Ala Gly Arg 
770 775 780 



Asn Phe Thr Val Ala Cys Gin His Arg Ser Asn Ser Glu lie lie Cys 
785 790 795 800 



Cys Thr Thr Pro Ser Leu Gin Gin Leu Asn Leu Gin Leu Pro Leu Lys 
805 810 815 



Thr Lys Ala Phe Phe Met Leu Asp Gly lie Leu Ser Lys Tyr Phe Asp 
820 825 830 



Leu lie Tyr Val His Asn Pro Val Phe Lys Pro Phe Glu Lys Pro Val 
835 840 845 



Met lie Ser Met Gly Asn Glu Asn Val Leu Glu lie Lys Gly Asn Asp 
850 855 860 



lie Asp Pro Glu Ala Val Lys Gly Glu Val Leu Lys Val Gly Asn Lys 
865 870 ~ 875 880 



Ser Cys Glu Asn lie His Leu His Ser Glu Ala Val Leu Cys Thr Val 
885 890 895 



Pro Asn Asp Leu Leu Lys Leu Asn Ser Glu Leu Asn lie Glu Val Gly 
900 905 910 



Phe Leu His Ser Ser His Asp Val Asn Lys Glu Ala Ser Val lie Met 
915 920 925 
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Leu Phe Ser Gly Leu Lys 
930 

<210> 2 

<211> 24 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Val Gly Phe Leu His Ser Ser His Asp Val Asn Lys Glu Ala Ser Val 



lie Met Leu Phe Ser Gly Leu Lys 
20 

<210> 3 

<211> 3042 

<212> DNA 

<213> Homo sapiens 

<400> 3 

gaattccgcc ctcgccgccc gcggcgcccc gagcgctttg tgagcagatg cggagccgag 60 

tggagggcgc gagccagatg cggggcgaca gctgacttgc tgagaggagg cggggaggcg 120 

cggagcgcgc gtgtggtcct tgcgccgctg acttctccac tggttcctgg gcaccgaaag 180 

ataaacctct cataatgaag gcccccgctg tgcttgcacc tggcatcctc gtgctcctgt 240 

ttaccttggt gcagaggagc aatggggagt gtaaagaggc actagcaaag tccgagatga 300 

atgtgaatat gaagtatcag cttcccaact tcaccgcgga aacacccatc cagaatgtca 360 

ttctacatga gcatcacatt ttccttggtg ccactaacta catttatgtt ttaaatgagg 420 

aagaccttca gaaggttgct gagtacaaga ctgggcctgt gctggaacac ccagattgtt 480 

tcccatgtca ggactgcagc agcaaagcca atttatcagg aggtgtttgg aaagataaca 540 

tcaacatggc tctagttgtc gacacctact atgatgatca actcattagc tgtggcagcg 600 

tcaacagagg gacctgccag cgacatgtct ttccccacaa tcatactgct gacatacagt 660 

cggaggttca ctgcatattc tccccacaga tagaagagcc cagccagtgt cctgactgtg 720 

tggtgagcgc cctgggagcc aaagtccttt catctgtaaa ggaccggttc atcaacttct 780 

ttgtaggcaa taccataaat tcttcttatt tcccagatca tccattgcat tcgatatcag 840 

tgagaaggct aaaggaaacg aaagatggtt ttatgttttt gacggaccag tcctacattg 900 

atgttttacc tgagttcaga gattcttacc ccattaagta tgtccatgcc tttgaaagca 960 

acaattttat ttacttcttg acggtccaaa gggaaactct agatgctcag acttttcaca 1020 

caagaataat caggttctgt tccataaact ctggattgca ttcctacatg gaaatgcctc 1080 

tggagtgtat tctcacagaa aagagaaaaa agagatccac aaagaaggaa gtgtttaata 1140 

tacttcaggc tgcgtatgtc agcaagcctg gggcccagct tgctagacaa ataggagcca 1200 

gcctgaatga tgacattctt ttcggggtgt tcgcacaaag caagccagat tctgccgaac 1260 
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caatggatcg 


atctgccatg 


tgtgcattcc 


ctatcaaata 


tgtcaacgac 


ttcttcaaca 


1320 


agatcgtcaa 


caaaaacaat 


gtgagatgtc 


tccagcattt 


ttacggaccc 


aatcatgagc 


1380 


actgctttaa 


taggacactt 


ctgagaaatt 


catcaggctg 


tgaagcgcgc 


cgtgatgaat 


1440 


atcgaacaga 


gtttaccaca 


gctttgcagc 


gcgttgactt 


attcatgggt 


caattcagcg 


1500 


aagtcctctt 


aacatctata 


tccaccttca 


ttaaaggaga 


cctcaccata 


gctaatcttg 


1560 


ggacatcaga 


gggtcgcttc 


atgcaggttg 


tggtttctcg 


atcaggacca 


tcaacccctc 


1620 


atgtgaattt 


tctcctggac 


tcccatccag 


tgtctccaga 


agtgattgtg 


gagcatacat 


1680 


taaaccaaaa 


tggctacaca 


ctggttatca 


ctgggaagaa 


gatcacgaag 


atcccattga 


1740 


atggcttggg 


ctgcagacat 


ttccagtcct 


gcagtcaatg 


cctctctgcc 


ccaccctttg 


1800 


ttcagtgtgg 


ctggtgccac 


gacaaatgtg 


tgcgatcgga 


ggaatgcctg 


agcgggacat 


1860 


ggactcaaca 


gatctgtctg 


cctgcaatct 


acaaggtttt 


cccaaatagt 


gcaccccttg 


1920 


aaggagggac 


aaggctgacc 


atatgtggct 


gggactttgg 


atttcggagg 


aataataaat 


1980 


ttgatttaaa 


gaaaactaga 


gttctccttg 


gaaatgagag 


ctgcaccttg 


actttaagtg 


2040 


agagcacgat 


gaatacattg 


aaatgcacag 


ttggtcctgc 


catgaataag 


catttcaata 


2100 


tgtccataat 


tatttcaaat 


ggccacggga 


caacacaata 


cagtacattc 


tcctatgtgg 


2160 


atcctgtaat 


aacaagtatt 


tcgccgaaat 


acggtcctat 


ggctggtggc 


actttactta 


2220 


ctttaactgg 


aaattaccta 


aacagtggga 


attctagaca 


catttcaatt 


ggtggaaaaa 


2280 


catgtacttt 


aaaaagtgtg 


tcaaacagta 


ttcttgaatg 


ttatacccca 


gcccaaacca 


2340 


tttcaactga 


gtttgctgtt 


aaattgaaaa 


ttgacttagc 


caaccgagag 


acaagcatct 


2400 


tcagttaccg 


tgaagatccc 


attgtctatg 


aaattcatcc 


aaccaaatct 


tttattagtg 


2460 


gtgggagcac 


aataacaggt 


gttgggaaaa 


acctgaattc 


agttagtgtc 


ccgagaatgg 


2520 


tcataaatgt 


gcatgaagca 


ggaaggaact 


ttacagtggc 


atgtcaacat 


cgctctaatt 


2580 


cagagataat 


ctgttgtacc 


actccttccc 


tgcaacagct 


gaatctgcaa 


ctccccctga 


2640 


aaaccaaagc 


ctttttcatg 


ttagatggga 


tcctttccaa 


atactttgat 


ctcatttatg 


2700 


tacataatcc 


tgtgtttaag 


ccttttgaaa 


agccagtgat 


gatctcaatg 


ggcaatgaaa 


2760. 


atgtactgga 


aattaaggga 


aatgatattg 


accctgaagc 


agttaaaggt 


gaagtgttaa 


2820 


aagttggaaa 


taagagctgt 


gagaatatac 


acttacattc 


tgaagccgtt 


ttatgcacgg 


2880 


tccccaatga 


cctgctgaaa 


ttgaacagcg 


agctaaatat 


agaggtggga 


ttcctgcatt 


2940 


cctctcatga 


tgtaaataag 


gaagccagtg 


taattatgtt 


attctcaggc 


ttaaaataaa 


3000 


tcattaaagc 


tcatttatgt 


gtgggttttg 


gctcatcaac 


tc 




3042 



<210> 4 

<211> 118 

<212> DNA 

<213> Homo sapiens 
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<400> 4 

gtgggattcc tgcattcctc tcatgatgta aataaggaag ccagtgtaat tatgttattc 60 
tcaggcttaa aataaatcat taaagctcat ttatgtgtgg gttttggctc atcaactc 118 

<210> 5 

<211> 198 

<212> PRT 

<213> Homo sapiens 

<400> 5 

Met Asn Ser Phe Ser Thr Ser Ala Phe Gly Pro Val Ala Phe Ser Leu 
15 10 15 



Gly Leu Leu Leu Val Leu Pro Ala Ala Phe Pro Ala Pro Val Pro Pro 
20 25 30 



Gly Glu Asp Ser Lys Asp Val Ala Ala Pro His Arg Gin Pro Leu Thr 
35 40 45 



Ser Ser Glu Arg lie Asp Lys Gin lie Arg Tyr lie Leu Asp Gly lie 
50 55 60 



Ser Ala Leu Arg Lys Glu Thr Cys Asn Lys Ser Asn Met Cys Glu Ser 
65 70 75 80 



Ser Lys Glu Ala Leu Ala Glu Asn Asn Leu Asn Leu Pro Lys Met Ala 
85 90 95 



Glu Lys Asp Gly Cys Phe Gin Ser Gly Phe Asn Glu Glu Thr Cys Leu 
100 105 110 



Val Lys lie lie Thr Gly Leu Leu Glu Phe Glu Val Tyr Leu Glu Tyr 
115 120 125 



Leu Gin Asn Arg Phe Glu Ser Ser Glu Glu Gin Ala Arg Ala Val Gin 
130 135 140 



Met Ser Thr Lys Val Leu lie Gin Phe Leu Gin Lys Lys Val Gly Val 
145 150 155 160 



Ser Ser Phe Pro Gin Leu Gly Val Gly Glu Asp Arg Leu Lys Asp Ser 
165 170 175 



Val Leu Asp Asn Ser Gly Met Gin Cys His Phe Gin Lys Arg Arg Leu 
180 185 190 



His Val Asn Lys Arg Val 
195 



<210> 6 
<211> 41 
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<212> PRT 

<213> Homo sapiens 

<400> 6 

Val Gly Val Ser Ser Phe Pro Gin Leu Gly Val Gly Glu Asp Arg Leu 
15 10 15 

Lys Asp Ser Val Leu Asp Asn Ser Gly Met Gin Cys His Phe Gin Lys 
20 25 30 

Arg Arg Leu His Val Asn Lys Arg Val 



<210> 7 

<211> 1126 

<212> DNA 

<213> Homo sapiens 

<400> 7 

ccatgtttgg taaataagtg ttttggtgtt gtgcaagggt ctggtttcag cctgaagcca 60 

tctcagagct gtctgggtct ctggagactg gagggacaac ctagtctaga gcccatttgc 120 

atgagaccaa ggatcctcct gcaagagaca ccatcctgag ggaagagggc ttctgaacca 180 

gcttgaccca ataagaaatt cttgggtgcc gacgcggaag cagattcaga gcctagagcc 240 

gtgcctgcgt ccgtagtttc cttctagctt cttttgattt caaatcaaga cttacaggga 300 

gagggagcga taaacacaaa ctctgcaaga tgccacaagg tcctcctttg acatccccaa 360 

caaagaggac tggagatgtc tgaggctcat tctgccctcg agcccaccgg gaacgaaaga 420 

gaagctctat ctcccctcca ggagcccagc tatgaactcc ttctccacaa gcgccttcgg 480 

tccagttgcc ttctccctgg ggctgctcct ggtgttgcct gctgccttcc ctgccccagt 540 

acccccagga gaagattcca aagatgtagc cgccccacac agacagccac tcacctcttc 600 

agaacgaatt gacaaacaaa ttcggtacat cctcgacggc atctcagccc tgagaaagga 660 

gacatgtaac aagagtaaca tgtgtgaaag cagcaaagag gcactggcag aaaacaacct 720 

gaaccttcca aagatggctg aaaaagatgg atgcttccaa tctggattca atgaggagac 780 

ttgcctggtg aaaatcatca ctggtctttt ggagtttgag gtatacctag agtacctcca 840 

gaacagattt gagagtagtg aggaacaagc cagagctgtg cagatgagta caaaagtcct 900 

gatccagttc ctgcagaaaa aggtgggtgt gtcctcattc cctcaacttg gtgtggggga 960 

agacaggctc aaagacagtg tcctggacaa ctcagggatg caatgccact tccaaaagag 1020 

aaggctacac gtaaacaaaa gagtctgaga aatagtttct gattgttatt gttaaatctt 1080 

tttttgtttg tttggttggt tggctctctt ctgcaaagga catcaa 1126 

<210> 8 

<211> 185 

<212> DNA 

<213> Homo sapiens 
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<400> 8 

tgggtgtgtc ctcattccct caacttggtg tgggggaaga caggctcaaa gacagtgtcc 60 

tggacaactc agggatgcaa tgccacttcc aaaagagaag gctacacgta aacaaaagag 120 

tctgagaaat agtttctgat tgttattgtt aaatcttttt ttgtttgttt ggttggttgg 180 

ctctc 185 



<210> 9 

<211> 167 

<212> PRT 

<213> Homo sapiens 

<400> 9 

Met Phe His Val Ser Phe Arg Tyr lie Phe Gly Leu Pro Pro Leu lie 
15 10 15 



Leu Val Leu Leu Pro Val Ala Ser Ser Asp Cys Asp lie Glu Gly Lys 
20 25 30 



Asp Gly Lys Gin Tyr Glu Ser Val Leu Met Val Ser lie Asp Gin Leu 
35 40 45 



Leu Asp Ser Met Lys Glu lie Gly Ser Asn Cys Leu Asn Asn .Glu Phe 
50 55 60 



Asn Phe Phe Lys Arg His lie Cys Asp Ala Asn Lys Glu Gly Met Phe 
65 70 75 80 



Leu Phe Arg Ala Ala Arg Lys Leu Arg Gin Phe Leu Lys Met Asn Ser 
85 90 95 



Thr Gly Asp Phe Asp Leu His Leu Leu Lys Val Ser Glu Gly Thr Thr 
100 105 110 



lie Leu Leu Asn Cys Thr Gly Gin Val Lys Gly Arg Lys Pro Ala Ala 
115 120 125 



Leu Gly Glu Ala Gin Pro Thr Lys Ser Leu Ser Ser Gly Leu Gin Lys 
130 135 140 



Gin Phe Thr Phe Tyr Arg Ser Asn Gly Arg His Thr His Ser Phe His 
145 150 155 160 



Cys Lys Leu Ser Phe Leu His 
165 



<210> 10 

<211> 29 

<212> PRT 

<213> Homo sapiens 



<400> 10 
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Ser Ser Gly Leu Gin Lys Gin Phe Thr Phe Tyr Arg Ser Asn Gly Arg 
15 10 15 

His Thr His Ser Phe His Cys Lys Leu Ser Phe Leu His 
20 25 

<210> 11 

<211> 1789 

<212> DNA 

<213> Homo sapiens 

<400> 11 



aagacgaata 


gtttgattta 


ttagccaatt 


cagataaatg 


tgcacgtgga 


agtcatagtt 


60 


aaatattatc 


gtcagtttcc 


acgtcctgcg 


tttaatttgg 


ggtttgattt 


tccaaataca 


120 


acacttacca 


gattaggtgg 


acccacagga 


ttatttttcc 


ttgaggtctc 


acctgagcag 


180 


gtgcatgtac 


agcagacgga 


gcagaaagag 


actgattaga 


gaggttggag 


tggtagaggg 


240 


cgtgaccctc 


ttaatcattc 


ttcacttcct 


tttttaaaag 


acgacttggc 


atcgtccacc 


300 


acatccgcgg 


caacgcctcc 


ttggtgtcgt 


ccgcttccaa 


taacccagct 


tgcgtcctgc 


360 


acacttgtgg 


cttccgtgca 


cacattaaca 


actcatggtt 


ctagctccca 


gtcgccaagc 


420 


gttgccaagg 


cgttgagaga 


tcatctggga 


agtcttttac 


ccagaattgc 


tttgattcag 


480 


gccagctggt 


ttttcctgcg 


gtgattcgga 


aattcgcgaa 


ttcctctggt 


cctcatccag 


540 


gtgcgcggga 


agcaggtgcc 


caggagagag 


gggataatga 


agattccatg 


ctgatgatcc 


600 


caaagattga 


acctgcagac 


caagcgcaaa 


gtagaaactg 


aaagtacact 


gctggcggat 


660 


cctacggaag 


ttatggaaaa 


ggcaaagcgc 


agagccacgc 


cgtagtgtgt 


gccgcccccc 


720 


ttgggatgga 


tgaaactgca 


gtcgcggcgt 


gggtaagagg 


aaccagctgc 


agagatcacc 


780 


ctgcccaaca 


cagactcggc 


aactccgcgg 


aagaccaggg 


tcctgggagt 


gactatgggc 


840 


ggtgagagct 


tgctcctgct 


ccagttgcgg 


tcatcatgac 


tacgcccgcc 


tcccgcagac 


900 


catgttccat 


gtttctttta 


ggtatatctt 


tggacttcct 


cccctgatcc 


ttgttctgtt 


960 


gccagtagca 


tcatctgatt 


gtgatattga 


aggtaaagat 


ggcaaacaat 


atgagagtgt 


1020 


tctaatggtc 


agcatcgatc 


aattattgga 


cagcatgaaa 


gaaattggta 


gcaattgcct 


1080 


gaataatgaa 


tttaactttt 


ttaaaagaca 


tatctgtgat 


gctaataagg 


aaggtatgtt 


1140 


tttattccgt 


gctgctcgca 


agttgaggca 


atttcttaaa 


atgaatagca 


ctggtgattt 


1200 


tgatctccac 


ttattaaaag 


tttcagaagg 


cacaacaata 


ctgttgaact 


gcactggcca 


1260 


ggttaaagga 


agaaaaccag 


ctgccctggg 


tgaagcccaa 


ccaacaaaga 


gtttgtcctc 


1320 


aggactacag 


aagcagttca 


cattttacag 


atcaaacgga 


cgacacacac 


attctttcca 


1380 


ctgcaaattg 


tcctttctcc 


actagaaggt 


atcagtttct 


ccaaataaat 


tgtatcaact 


1440 


tgagggcaga 


cacttaatta 


catcttatta 


tctcgatccc 


catcattgca 


tatccagaaa 


1500 


gagcacataa 


agcgtttttc 


aatgcttatt 


ttagttgatg 


gactatttgt 


ttctttgttt 


1560 
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tgaccaataa gactgaataa agataactga ggggaaaaaa attaacaact aatcaggaaa 1620 

taaacttttt tcggatttat gaaataattt gttgacatgc tctacaggag tgaccttaac 1680 

atacctaatg gtaactaaaa ctgttctctt taattacaaa attcccagca tctatcctac 1740 

tatgatacta tctgaagata ggcaccaata atacaaatgt ttatccaaa 1789 

<210> 12 

<211> 474 

<212> DNA 

<213> Homo sapiens 

<400> 12 



tcctcaggac 


tacagaagca 


gttcacattt 


tacagatcaa 


acggacgaca 


cacacattct 


60 


ttccactgca 


aattgtcctt 


tctccactag 


aaggtatcag 


tttctccaaa 


taaattgtat 


120 


caacttgagg 


gcagacactt 


aattacatct 


tattatctcg 


atccccatca 


ttgcatatcc 


180 


agaaagagca 


cataaagcgt 


ttttcaatgc 


ttattttagt 


tgatggacta 


tttgtttctt 


240 


tgttttgacc 


aataagactg 


aataaagata 


actgagggga 


aaaaaattaa 


caactaatca 


300 


ggaaataaac 


ttttttcgga 


tttatgaaat 


aatttgttga 


catgctctac 


aggagtgacc 


360 


ttaacatacc 


taatggtaac 


taaaactgtt 


ctctttaatt 


acaaaattcc 


cagcatctat 


420 


cctactatga 


tactatctga 


agataggcac 


caataataca 


aatgtttatc 


caaa 


474 



<210> 13 

<211> 157 

<212> PRT 

<213> Homo sapiens 

<400> 13 

Met Phe His Val Ser Phe Arg Tyr lie Phe Gly Leu Pro Pro Leu lie 
15 10 15 



Leu Val Leu Leu Pro Val Ala Ser Ser Asp Cys Asp lie Glu Gly Lys 
20 25 30 



Asp Gly Lys Gin Tyr Glu Ser Val Leu Met Val Ser lie Asp Gin Leu 
35 40 45 



Leu Asp Ser Met Lys Glu lie Gly Ser Asn Cys Leu Asn Asn Glu Phe 
50 55 60 



Asn Phe Phe Lys Arg His lie Cys Asp Ala Asn Lys Glu Gly Met Phe 
65 70 75 80 



Leu Phe Arg Ala Ala Arg Lys Leu Arg Gin Phe Leu Lys Met Asn Ser 
85 90 95 



Thr Gly Asp Phe Asp Leu His Leu Leu Lys Val Ser Glu Gly Thr Thr 
100 105 110 



12 

lie Leu Leu Asn Cys Thr Gly Gin Val Lys Gly Arg Lys Pro Ala Ala 
115 120 125 

Leu Gly Glu Ala Gin Pro Thr Lys Ser Leu Val Glu Leu lie lie Pro 
130 135 140 

Ser Cys Met Pro Pro Leu Leu Ser Ser Thr Ser Asn Ser 
145 150 155 

<210> 14 

<211> 19 

<212> PRT 

<213> Homo sapiens 

<400> 14 

Val Glu Leu lie lie Pro Ser Cys Met Pro Pro Leu Leu Ser Ser Thr 
15 10 15 

Ser Asn Ser 



<210> 15 

<211> 1541 

<212> DNA 

<213> Homo sapiens 

<400> 15 

aagacgaata gtttgattta ttagccaatt cagataaatg tgcacgtgga agtcatagtt 60 

aaatattatc gtcagtttcc acgtcctgcg tttaatttgg ggtttgattt tccaaataca 120 

acacttacca gattaggtgg acccacagga ttatttttcc ttgaggtctc acctgagcag 180 

gtgcatgtac agcagacgga gcagaaagag actgattaga gaggttggag tggtagaggg 240 

cgtgaccctc ttaatcattc ttcacttcct tttttaaaag acgacttggc atcgtccacc 300 

acatccgcgg caacgcctcc ttggtgtcgt ccgcttccaa taacccagct tgcgtcctgc 360 

acacttgtgg cttccgtgca cacattaaca actcatggtt ctagctccca gtcgccaagc 420 

gttgccaagg cgttgagaga tcatctggga agtcttttac ccagaattgc tttgattcag 480 

gccagctggt ttttcctgcg gtgattcgga aattcgcgaa ttcctctggt cctcatccag 540 

gtgcgcggga agcaggtgcc caggagagag gggataatga agattccatg ctgatgatcc 600 

caaagattga acctgcagac caagcgcaaa gtagaaactg aaagtacact gctggcggat 660 

cctacggaag ttatggaaaa ggcaaagcgc agagccacgc cgtagtgtgt gccgcccccc 720 

ttgggatgga tgaaactgca gtcgcggcgt gggtaagagg aaccagctgc agagatcacc 780 

ctgcccaaca cagactcggc aactccgcgg aagaccaggg tcctgggagt gactatgggc 840 

ggtgagagct tgctcctgct ccagttgcgg tcatcatgac tacgcccgcc tcccgcagac 900 

catgttccat gtttctttta ggtatatctt tggacttcct cccctgatcc ttgttctgtt 960 

gccagtagca tcatctgatt gtgatattga aggtaaagat ggcaaacaat atgagagtgt 1020 



tctaatggtc 


agcatcgatc 


aattattgga 


13 

cagcatgaaa 


gaaattggta 


gcaattgcct 


1080 


gaataatgaa 


tttaactttt 


ttaaaagaca 


tatctgtgat 


gctaataagg 


aaggtatgtt 


1140 


tttattccgt 


gctgctcgca 


agttgaggca 


atttcttaaa 


atgaatagca 


ctggtgattt 


1200 


tgatctccac 


ttattaaaag 


tttcagaagg 


cacaacaata 


ctgttgaact 


gcactggcca 


12 60 


ggttaaagga 


agaaaaccag 


ctgccctggg 


tgaagcccaa 


ccaacaaaga 


gtttggtgga 


1320 


actgatcatt 


ccttcatgta 


tgcctccact 


gctcagctca 


acaagtaact 


cttaataacc 


1380 


taccacctgt 


tatctctggg 


agagggacat 


atgtttgcca 


atttctatct 


tcaatgctta 


1440 


tcacaaattt 


tcttatattt 


gaaataatct 


gattcaaatg 


agaactttaa 


cctaaaactt 


1500 


taattggaaa 


gacaatctta 


taaaaatctt 


ataacatatt 


c 




1541 


<210> 16 

<211> 225 

<212> DNA 

<213> Homo sapiens 












<400> 16 
tggaactgat 


cattccttca 


tgtatgcctc 


cactgctcag 


ctcaacaagt 


aactcttaat 


60 


aacctaccac 


ctgttatctc 


tgggagaggg 


acatatgttt 


gccaatttct 


atcttcaatg 


120 


cttatcacaa 


attttcttat 


atttgaaata 


atctgattca 


aatgagaact 


ttaacctaaa 


180 


actttaattg 


gaaagacaat 


cttataaaaa 


tcttataaca 


tattc 




225 



<210> 17 

<211> 153 

<212> PRT 

<213> Homo sapiens 

<400> 17 

Met Gly Asn Ser Cys Tyr Asn lie Val Ala Thr Leu Leu Leu Val Leu 
15 10 15 



Asn Phe Glu Arg Thr Arg Ser Leu Gin Asp Pro Cys Ser Asn Cys Pro 
20 25 30 



Ala Gly Thr Phe Cys Asp Asn Asn Arg Asn Gin lie Cys Ser Pro Cys 
35 40 45 



Pro Pro Asn Ser Phe Ser Ser Ala Gly Gly Gin Arg Thr Cys Asp lie 
50 55 60 



Cys Arg Gin Cys Lys Gly Val Phe Arg Thr Arg Lys Glu Cys Ser Ser 
65 70 75 80 



Thr Ser Asn Ala Glu Cys Asp Cys Thr Pro Gly Phe His Cys Leu Gly 
85 90 95 



Ala Gly Cys Ser Met Cys Glu Gin Asp Cys Lys Gin Gly Gin Glu Leu 
100 105 ~ 110 



14 



Thr Lys Lys Gly Cys Lys Asp Cys Cys Phe Gly Thr Phe Asn Asp Gin 
115 120 125 

Lys Arg Gly lie Cys Arg Pro Trp Thr Asn lie Arg Val Ala Asp Glu 
130 135 140 

Trp Asn His Asp Ser Gin Glu Lys Tyr 
145 150 

<210> 18 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 18 

lie Arg Val Ala Asp Glu Trp Asn His Asp Ser Gin Glu Lys Tyr 



<210> 19 

<211> 946 

<212> DNA 

<213> Homo sapiens 

<400> 19 

gagaccaagg agtggaaagt tctccggcag ccctgagatc tcaagagtga catttgtgag 60 

accagctaat ttgattaaaa ttctcttgga atcagctttg ctagtatcat acctgtgcca 120 

gatttcatca tgggaaacag ctgttacaac atagtagcca ctctgttgct ggtcctcaac 180 

tttgagagga caagatcatt gcaggatcct tgtagtaact gcccagctgg tacattctgt 240 

gataataaca ggaatcagat ttgcagtccc tgtcctccaa atagtttctc cagcgcaggt 300 

ggacaaagga cctgtgacat atgcaggcag tgtaaaggtg ttttcaggac caggaaggag 360 

tgttcctcca ccagcaatgc agagtgtgac tgcactccag ggtttcactg cctgggggca 420 

ggatgcagca tgtgtgaaca ggattgtaaa caaggtcaag aactgacaaa aaaaggttgt 480 

aaagactgtt gctttgggac atttaacgat cagaaacgtg gcatctgtcg accctggaca 540 

aacatcagag tggctgacga atggaatcat gattcacaag aaaagtattg actattttct 600 

cggacttagc tgaattctgt ctttggaaag tggctttttt aaaaagctgt tctttggatg 660 

gaaagtctgt gcttgtgaat gggacgaagg agagggacgt ggtctgtgga ccatctccag 720 

ccgacctctc tccgggagca tcctctgtga ccccgcctgc ccctgcgaga gagccaggac 780 

actctccgca gatcatctcc ttctttcttg cgctgacgtc gactgcgttg ctcttcctgc 840 

tgttcttcct cacgctccgt ttctctgttg ttaaacgggg cagaaagaaa ctcctgtata 900 

tattcaaaca acgtaagatt aacataatca tattacagct ctggca 946 



<210> 20 
<211> 104 
<212> DNA 



<213> Homo sapiens 



15 



<400> 20 

catcagagtg gctgacgaat ggaatcatga ttcacaagaa aagtattgac tattttctcg 
gacttagctg aattctgtct ttggaaagtg gcttttttaa aaag 



<210> 21 

<211> 131 

<212> PRT 

<213> Homo sapiens 

<400> 21 

Met Gly Trp Leu Cys Ser Gly Leu Leu Phe Pro Val Ser Cys Leu Val 
1 5 10 15 



Leu Leu Gin Val Ala Ser Ser Gly Asn Met Lys Val Leu Gin Glu Pro 
20 25 30 



Thr Cys Val Ser Asp Tyr Met Ser lie Ser Thr Cys Glu Trp Lys Met 
35 40 45 



Asn Gly Pro Thr Asn Cys Ser Thr Glu Leu Arg Leu Leu Tyr Gin Leu 
50 55 60 



Val Phe Leu Leu Ser Glu Ala His Thr Cys lie Pro Glu Asn Asn Gly 
65 70 75 80 



Gly Ala Gly Cys Val Cys His Leu Leu Met Asp Asp Val Val Ser Ala 
85 90 95 



Asp Asn Tyr Thr Leu Asp Leu Trp Ala Gly Gin Gin Leu Leu Trp Lys 
100 105 110 



Gly Ser Phe Lys Pro Ser Glu His Val Leu Pro Pro Leu Lys Arg Ser 
115 120 125 



Trp Ser Gin 
130 



<210> 22 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 22 

Leu Pro Pro Leu Lys Arg Ser Trp Ser Gin 
15 10 



<210> 23 

<211> 4848 

<212> DNA 

<213> Homo sapiens 



16 

<400> 23 



tgcagtgccc 


gacagattgt 


actagttact 


gattgaaggg 


ctgttttact 


atccaaatgt 


60 


ggctggagta 


ggagttgggt 


aaacatttat 


tgaagaatgt 


gcaaccactc 


tcacttggaa 


120 


gccgggctgt 


taggaagggg 


aggaggattc 


cagtcgccca 


gccctccccc 


accaaacgca 


180 


actgccccgg 


cgcaaaagag 


gccgcggagg 


ccaggcagga 


gcaggtcctg 


gaggcctggt 


240 


cggcgtgggc 


gttttattcc 


gagaccaagg 


ggatccactg 


cagagttctc 


cgctgggcgt 


300 


gacctcgggc 


tacggcgtgg 


gaggaagcgc 


gcggcaagac 


acccagcgag 


gtgctggggt 


360 


cgcccccagg 


agaggacggc 


ggctcggact 


gtccggcggc 


ggcggcgggg 


acagcgacag 


420 


gggcgcgagg 


tggccgggac 


ccgggccggg 


cgcgccgggc 


ggggcggcgc 


atgcaaatct 


480 


gccgggcgcc 


ggggcgggga 


gcaggaagcc 


ggggcgggct 


gggtctccgc 


gcccaggaaa 


540 


gccccgcgcg 


gcgcgggcca 


gggaagggcc 


acccaggggt 


cccccacttc 


ccgcttgggc 


600 


gcccggacgg 


cgaatggagc 


aggggcgcgc 


agataattaa 


agatttacac 


acagctggaa 


660 


gaaatcatag 


agaagccggg 


cgtggtggct 


catgcctata 


atcccagcac 


ttttggaggc 


720 


tgaggcgggc 


agatcacttg 


agatcaggag 


ttcgagacca 


gcctggtgcc 


ttggcatctc 


780 


ccaatggggt 


ggctttgctc 


tgggctcctg 


ttccctgtga 


gctgcctggt 


cctgctgcag 


840 


gtggcaagct 


ctgggaacat 


gaaggtcttg 


caggagccca 


cctgcgtctc 


cgactacatg 


900 


agcatctcta 


cttgcgagtg 


gaagatgaat 


ggtcccacca 


attgcagcac 


cgagctccgc 


960 


ctgttgtacc 


agctggtttt 


tctgctctcc 


gaagcccaca 


cgtgtatccc 


tgagaacaac 


1020 


ggaggcgcgg 


ggtgcgtgtg 


ccacctgctc 


atggatgacg 


tggtcagtgc 


ggataactat 


1080 


acactggacc 


tgtgggctgg 


gcagcagctg 


ctgtggaagg 


gctccttcaa 


gcccagcgag 


1140 


catgtcctcc 


cacctttgaa 


acggagctgg 


tcgcagtaga 


ccaccaagcc 


cccttcagcc 


1200 


cagctgtttc 


cacccctgaa 


cttaagtgcc 


caggaaggcg 


tattgagatg 


aggtgtgctt 


1260 


gctggaaggc 


atgcctgctg 


ctgattgaaa 


accgaactgg 


gaacagtcct 


tccattctgt 


1320 


gtccactggt 


cagctgctgc 


ggctttggat 


ggtcttgacc 


gtggaaggct 


gaccttcttc 


1380 


tggtacccgg 


agtccctgca 


ggaatccccc 


ttgagcttgc 


tgggctgtgg 


tgacaggagt 


1440 


ttaaaacatg 


cgttgtattc 


cagtgatgca 


tgatatgaca 


tgcatcacag 


gaataaaaac 


1500 


ctgaggtctc 


atggatatga 


ttgcttcaaa 


ggagaccaag 


ttttaaaaca 


gatgaatcaa 


1560 


aataaagaaa 


aatactcagt 


aaatcatcat 


aaagtacaga 


gatgtggcca 


aaggtgtgaa 


1620 


ggatgcagct 


gtaaaagctg 


aagtttgagg 


ccgggtgtgg 


tggttcatgc 


ctataatccc 


1680 


agcactttgg 


gaggccgagc 


ccagcggatc 


accggaggtc 


aggagttcga 


gaccagcctg 


1740 


gacaacatgt 


gaaacccagg 


gccccaggaa 


acctgacagt 


tcacaccaat 


gtctccgaca 


1800 


ctctgctgct 


gacctggagc 


aacccgtatc 


cccctgacaa 


ttacctgtat 


aatcatctca 


1860 


cctatgcagt 


caacatttgg 


agtgaaaacg 


acccggcaga 


tttcagaatc 


tataacgtga 


1920 


cctacctaga 


accctccctc 


cgcatcgcag 


ccagcaccct 


gaagtctggg 


atttcctaca 


1980 
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gggcacgggt 


gagggcctgg 


gctcagtgct 


ataacaccac 


ctggagtgag 


tggagcccca 


2040 


gcaccaagtg 


gcacaactcc 


tacagggagc 


ccttcgagca 


gcacctcctg 


ctgggcgtca 


2100 


gcgtttcctg 


cattgtcatc 


ctggccgtct 


gcctgttgtg 


ctatgtcagc 


atcaccaaga 


2160 


ttaagaaaga 


atggtgggat 


cagattccca 


acccagcccg 


cagccgcctc 


gtggctataa 


2220 


taatccagga 


tgctcagggg 


tcacagtggg 


agaagcggtc 


ccgaggccag 


gaaccagcca 


2280 


agtgcccaca 


ctggaagaat 


tgtcttacca 


agctcttgcc 


ctgttttctg 


gagcacaaca 


2340 


tgaaaaggga 


tgaagatcct 


cacaaggctg 


ccaaagagat 


gcctttccag 


ggctctggaa 


2400 


aatcagcatg 


gtgcccagtg 


gagatcagca 


agacagtcct 


ctggccagag 


agcatcagcg 


2460 


tggtgcgatg 


tgtggagttg 


tttgaggccc 


cggtggagtg 


tgaggaggag 


gaggaggtag 


2520 


aggaagaaaa 


agggagcttc 


tgtgcatcgc 


ctgagagcag 


cagggatgac 


ttccaggagg 


2580 


gaagggaggg 


cattgtggcc 


cggctaacag 


agagcctgtt 


cctggacctg 


ctcggagagg 


2640 


agaatggggg 


cttttgccag 


caggacatgg 


gggagtcatg 


ccttcttcca 


ccttcgggaa 


2700 


gtacgagtgc 


tcacatgccc 


tgggatgagt 


tcccaagtgc 


agggcccaag 


gaggcacctc 


2760 


cctggggcaa 


ggagcagcct 


ctccacctgg 


agccaagtcc 


tcctgccagc 


ccgacccaga 


2820 


gtccagacaa 


cctgacttgc 


acagagacgc 


ccctcgtcat 


cgcaggcaac 


cctgcttacc 


2880 


gcagcttcag 


caactccctg 


agccagtcac 


cgtgtcccag 


agagctgggt 


ccagacccac 


2940 


tgctggccag 


acacctggag 


gaagtagaac 


ccgagatgcc 


ctgtgtcccc 


cagctctctg 


3000 


agccaaccac 


tgtgccccaa 


cctgagccag 


aaacctggga 


gcagatcctc 


cgccgaaatg 


3060 


tcctccagca 


tggggcagct 


gcagcccccg 


tctcggcccc 


caccagtggc 


tatcaggagt 


3120 


ttgtacatgc 


ggtggagcag 


ggtggcaccc 


aggccagtgc 


ggtggtgggc 


ttgggtcccc 


3180 


caggagaggc 


tggttacaag 


gccttctcaa 


gcctgcttgc 


cagcagtgct 


gtgtccccag 


3240 


agaaatgtgg 


gtttggggct 


agcagtgggg 


aagaggggta 


taagcctttc 


caagacctca 


3300 


ttcctggctg 


ccctggggac 


cctgccccag 


tccctgtccc 


cttgttcacc 


tttggactgg 


3360 


acagggagcc 


acctcgcagt 


ccgcagagct 


cacatctccc 


aagcagctcc 


ccagagcacc 


3420 


tgggtctgga 


gccgggggaa 


aaggtagagg 


acatgccaaa 


gcccccactt 


ccccaggagc 


3480 


aggccacaga 


cccccttgtg 


gacagcctgg 


gcagtggcat 


tgtctactca 


gccccttacc 


3540 


tgccacctgt 


gcggccacct 


gaaacagtgt 


catggccagg 


aggatggtgg 


ccagacccct 


3600 


gtcatggcca 


gtccttgctg 


tggctgctgc 


tgtggagaca 


ggtcctcgcc 


ccctacaacc 


3660 


cccctgaggg 


ccccagaccc 


ctctccaggt 


ggggttccac 


tggaggccag 


tctgtgtccg 


3720 


gcctccctgg 


caccctcggg 


catctcagag 


aagagtaaat 


cctcatcatc 


cttccatcct 


3780 


gcccctggca 


atgctcagag 


ctcaagccag 


acccccaaaa 


tcgtgaactt 


tgtctccgtg 


3840 


ggacccacat 


acatgagggt 


ctcttaggtg 


catgtcctct 


tgttgctgag 


tctgcagatg 


3900 


aggactaggg 


cttatccatg 


cctgggaaat 


gccacctcct 


ggaaggcagc 


caggctggca 


3960 


gatttccaaa 


agacttgaag 


aaccatggta 


tgaaggtgat 


tggccccact 


gacgttggcc 


4020 
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taacactggg 


ctgcagagac 


tggaccccgc 


ccagcattgg 


gctgggctcg 


ccacatccca 


4080 


tgagagtaga 


gggcactggg 


tcgccgtgcc 


ccacggcagg 


cccctgcagg 


aaaactgagg 


4140 


cccttgggca 


cctcgacttg 


tgaacgagtt 


gttggctgct 


ccctccacag 


cttctgcagc 


4200 


agactgtccc 


tgttgtaact 


gcccaaggca 


tgttttgccc 


accagatcat 


ggcccacatg 


4260 


gaggcccacc 


tgcctctgtc 


tcactgaact 


agaagccgag 


cctagaaact 


aacacagcca 


4320 


tcaagggaat 


gacttgggcg 


gccttgggaa 


atcgatgaga 


aattgaactt 


cagggagggt 


4380 


ggtcattgcc 


tagaggtgct 


cattcattta 


acagagcttc 


cttaggttga 


tgctggaggc 


4440 


agaatcccgg 


ctgtcaaggg 


gtgttcagtt 


aaggggagca 


acagaggaca 


tgaaaaattg 


4500 


ctgtgactaa 


agcagggaca 


atttgctgcc 


aaacacccat 


gcccagctgt 


atggctgggg 


4560 


gctcctcgta 


tgcatggaac 


ccccagaata 


aatatgctca 


gccaccctgt 


gggccgggca 


4620 


atccagacag 


caggcataag 


gcaccagtta 


ccctgcatgt 


tggcccagac 


ctcaggtgct 


4680 


agggaaggcg 


ggaaccttgg 


gttgagtaat 


gctcgtctgt 


gtgttttagt 


ttcatcacct 


4740 


gttatctgtg 


tttgctgagg 


agagtggaac 


agaaggggtg 


gagttttgta 


taaataaagt 


4800 


ttctttgtct 


ctttaaaaat 


tatgtattaa 


ccaaacatac 


ctccagac 




4848 


<210> 24 

<211> 605 

<212> DNA 

<213> Homo sapiens 












<400> 24 
catgtcctcc 


cacctttgaa 


acggagctgg 


tcgcagtaga 


ccaccaagcc 


cccttcagcc 


60 


cagctgtttc 


cacccctgaa 


cttaagtgcc 


caggaaggcg 


tattgagatg 


aggtgtgctt 


120 


gctggaaggc 


atgcctgctg 


ctgattgaaa 


accgaactgg 


gaacagtcct 


tccattctgt 


180 


gtccactggt 


cagctgctgc 


ggctttggat 


ggtcttgacc 


gtggaaggct 


gaccttcttc 


240 


tggtacccgg 


agtccctgca 


ggaatccccc 


ttgagcttgc 


tgggctgtgg 


tgacaggagt 


300 


ttaaaacatg 


cgttgtattc 


cagtgatgca 


tgatatgaca 


tgcatcacag 


gaataaaaac 


360 


ctgaggtctc 


atggatatga 


ttgcttcaaa 


ggagaccaag 


ttttaaaaca 


gatgaatcaa 


420 


aataaagaaa 


aatactcagt 


aaatcatcat 


aaagtacaga 


gatgtggcca 


aaggtgtgaa 


480 


ggatgcagct 


gtaaaagctg 


aagtttgagg 


ccgggtgtgg 


tggttcatgc 


ctataatccc 


540 


agcactttgg 


gaggccgagc 


ccagcggatc 


accggaggtc 


aggagttcga 


gaccagcctg 


600 


gacaa 












605 


<210> 25 

<211> 229 

<212> PRT 

<213> Homo sapiens 












<400> 25 














Met Gly Trp Leu Cys Ser Gly Leu Leu Phe Pro 


Val Ser Cys Leu Val 





19 

10 15 



Leu Leu Gin Val Ala Ser Ser Gly Asn Met Lys Val Leu Gin Glu Pro 
20 25 ~ 30 



Thr Cys Val Ser Asp Tyr Met Ser lie Ser Thr Cys Glu Trp Lys Met 
35 40 45 



Asn Gly Pro Thr Asn Cys Ser Thr Glu Leu Arg Leu Leu Tyr Gin Leu 
50 55 60 



Val Phe Leu Leu Ser Glu Ala His Thr Cys lie Pro Glu Asn Asn Gly 
65 70 75 80 



Gly Ala Gly Cys Val Cys His Leu Leu Met Asp Asp Val Val Ser Ala 
85 90 95 



Asp Asn Tyr Thr Leu Asp Leu Trp Ala Gly Gin Gin Leu Leu Trp Lys 
100 105 110 



Gly Ser Phe Lys Pro Ser Glu His Val Lys Pro Arg Ala Pro Gly Asn 
115 120 125 



Leu Thr Val His Thr Asn Val Ser Asp Thr Leu Leu Leu Thr Trp Ser 
130 135 140 



Asn Pro Tyr Pro Pro Asp Asn Tyr Leu Tyr Asn His Leu Thr Tyr Ala 
145 150 155 160 



Val Asn lie Trp Ser Glu Asn Asp Pro Ala Asp Phe Arg lie Tyr Asn 
165 170 175 



Val Thr Tyr Leu Glu Pro Ser Leu Arg lie Ala Ala Ser Thr Leu Lys 
180 185 190 



Ser Gly lie Ser Tyr Arg Ala Arg Val Arg Ala Trp Ala Gin Cys Tyr 
195 200 205 



Asn Thr Thr Trp Ser Glu Trp Ser Pro Ser Thr Lys Trp His Asn Cys 
210 215 220 



Glu Tyr Gin Glu Ala 
225 



<210> 26 

<211> 6 

<212> PRT 

<213> Homo sapiens 

<400> 26 



Cys Glu Tyr Gin Glu Ala 



20 



1 5 



<210> 27 

<211> 1541 

<212> DNA 

<213> Homo sapiens 












<400> 27 
tgcagtgccc 


gacagattgt 


actagttact 


gattgaaggg 


ctgttttact 


atccaaatgt 


60 


ggctggagta 


ggagttgggt 


aaacatttat 


tgaagaatgt 


gcaaccactc 


tcacttggaa 


120 


gccgggctgt 


taggaagggg 


aggaggattc 


cagtcgccca 


gccctccccc 


accaaacgca 


180 


actgccccgg 


cgcaaaagag 


gccgcggagg 


ccaggcagga 


gcaggtcctg 


gaggcctggt 


240 


cggcgtgggc 


gttttattcc 


gagaccaagg 


ggatccactg 


cagagttctc 


cgctgggcgt 


300 


gacctcgggc 


tacggcgtgg 


gaggaagcgc 


gcggcaagac 


acccagcgag 


gtgctggggt 


360 


cgcccccagg 


agaggacggc 


ggctcggact 


gtccggcggc 


ggcggcgggg 


acagcgacag 


420 


gggcgcgagg 


tggccgggac 


ccgggccggg 


cgcgccgggc 


ggggcggcgc 


atgcaaatct 


480 


gccgggcgcc 


ggggcgggga 


gcaggaagcc 


ggggcgggct 


gggtctccgc 


gcccaggaaa 


540 


gccccgcgcg 


gcgcgggcca 


gggaagggcc 


acccaggggt 


cccccacttc 


ccgcttgggc 


600 


gcccggacgg 


cgaatggagc 


aggggcgcgc 


agataattaa 


agatttacac 


acagctggaa 


660 


gaaatcatag 


agaagccggg 


cgtggtggct 


catgcctata 


atcccagcac 


ttttggaggc 


720 


tgaggcgggc 


agatcacttg 


agatcaggag 


ttcgagacca 


gcctggtgcc 


ttggcatctc 


780 


ccaatggggt 


ggctttgctc 


tgggctcctg 


ttccctgtga 


gctgcctggt 


cctgctgcag 


840 


gtggcaagct 


ctgggaacat 


gaaggtcttg 


caggagccca 


cctgcgtctc 


cgactacatg 


900 


agcatctcta 


cttgcgagtg 


gaagatgaat 


ggtcccacca 


attgcagcac 


cgagctccgc 


960 


ctgttgtacc 


agctggtttt 


tctgctctcc 


gaagcccaca 


cgtgtatccc 


tgagaacaac 


1020 


ggaggcgcgg 


ggtgcgtgtg 


ccacctgctc 


atggatgacg 


tggtcagtgc 


ggataactat 


1080 


acactggacc 


tgtgggctgg 


gcagcagctg 


ctgtggaagg 


gctccttcaa 


gcccagcgag 


1140 


catgtgaaac 


ccagggcccc 


aggaaacctg 


acagttcaca 


ccaatgtctc 


cgacactctg 


1200 


ctgctgacct 


ggagcaaccc 


gtatccccct 


gacaattacc 


tgtataatca 


tctcacctat 


1260 


gcagtcaaca 


tttggagtga 


aaacgacccg 


gcagatttca 


gaatctataa 


cgtgacctac 


1320 


ctagaaccct 


ccctccgcat 


cgcagccagc 


accctgaagt 


ctgggatttc 


ctacagggca 


1380 


cgggtgaggg 


cctgggctca 


gtgctataac 


accacctgga 


gtgagtggag 


ccccagcacc 


1440 


aagtggcaca 


actgtgagta 


tcaagaggcc 


taagcaatgg 


taatctccac 


tctccattct 


1500 


tcccctgtgg 


ccagacactt 


cccctggctg 


agtctctggg 


c 




1541 



<210> 28 

<211> 88 

<212> DNA 

<213> Homo sapiens 
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<400> 28 

gtgagtatca agaggcctaa gcaatggtaa tctccactct ccattcttcc cctgtggcca 60 
gacacttccc ctggctgagt ctctgggc 88 

<210> 29 

<211> 176 

<212> PRT 

<213> Homo sapiens 

<400> 29 

Met Gly Arg Gly Leu Leu Arg Gly Leu Trp Pro Leu His lie Val Leu 
15 10 15 



Trp Thr Arg lie Ala Ser Thr lie Pro Pro His Val Gin Lys Ser Val 
20 25 30 



Asn Asn Asp Met lie Val Thr Asp Asn Asn Gly Ala Val Lys Phe Pro 
35 4 0 4 5 



Gin Leu Cys Lys Phe Cys Asp Val Arg Phe Ser Thr Cys Asp Asn Gin 
50 55 " 60 



Lys Ser Cys Met Ser Asn Cys Ser lie Thr Ser lie Cys Glu Lys Pro 
65 70 75 80 



Gin Glu Val Cys Val Ala Val Trp Arg Lys Asn Asp Glu Asn lie Thr 
85 90 95 



Leu Glu Thr Val Cys His Asp Pro Lys Leu Pro Tyr His Asp Phe lie 
100 105 110 



Leu Glu Asp Ala Ala Ser Pro Lys Cys lie Met Lys Glu Lys Lys Lys 
115 120 125 



Pro Gly Glu Thr Phe Phe Met Cys Ser Cys Ser Ser Asp Glu Cys Asn 
130 135 140 



Asp Asn lie lie Phe Ser Glu Gly Glu Phe Ser Ser Leu Lys Gly Val 
145 150 155 160 



Gly Pro Glu lie Cys Ala Asn Phe Leu Tyr Pro Trp Ser Ala Val Ser 
165 170 175 



<210> 30 

<211> 25 

<212> PRT 

<213> Homo sapiens 



<400> 30 



Gly Glu Phe Ser Ser Leu Lys Gly Val Gly Pro Glu lie Cys Ala Asn 
15 10 15 
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Phe Leu Tyr Pro Trp Ser Ala Val Ser 
20 25 

I 

<210> 31 

<211> 1850 

<212> DNA 

<213> Homo sapiens 

<400> 31 



acctaaagaa 


aaacatttta 


caacttgaca 


gtgtatgcac 


atacatacat 


gcatatagac 


60 


acaactgaag 


cacaaattta 


atgaagtaga 


atttaccgtt 


actattttat 


ttgggaaaga 


120 


aatgtgctcg 


cgactcaata 


gattggagta 


ttcactcctg 


gatctcaact 


tgcaatttga 


180 


aaacgcatct 


ctaaagcacc 


taggagcaat 


ctgaagaaag 


ctgaggggag 


gcggcagatg 


240 


ttctgatcta 


ctagggaaaa 


cgtggacgtt 


ttctgttgtt 


actttgtgaa 


ctgtgtgcac 


300 


ttagtcattc 


ttgagtaaat 


acttggagcg 


aggaactcct 


gagtggtgtg 


ggagggcggt 


360 


gaggggcagc 


tgaaagtcgg 


ccaaagctct 


cggaggggct 


ggtctaggaa 


acatgattgg 


420 


cagctacgag 


agagctaggg 


gctggacgtc 


gaggagaggg 


agaaggctct 


cgggcggaga 


480 


gaggtcctgc 


ccagctgttg 


gcgaggagtt 


tcctgtttcc 


cccgcagcgc 


tgagttgaag 


540 


ttgagtgagt 


cactcgcgcg 


cacggagcga 


cgacaccccc 


gcgcgtgcac 


ccgctcggga 


600 


caggagccgg 


actcctgtgc 


agcttccctc 


ggccgccggg 


ggcctccccg 


cgcctcgccg 


660 


gcctccaggc 


cccctcctgg 


ctggcgagcg 


ggcgccacat 


ctggcccgca 


catctgcgct 


720 


gccggcccgg 


cgcggggtcc 


ggagagggcg 


cggcgcggag 


gcgcagccag 


gggtccggga 


780 


aggcgccgtc 


cgctgcgctg 


ggggctcggt 


ctatgacgag 


cagcggggtc 


tgccatgggt 


840 


cgggggctgc 


tcaggggcct 


gtggccgctg 


cacatcgtcc 


tgtggacgcg 


tatcgccagc 


900 


acgatcccac 


cgcacgttca 


gaagtcggtt 


aataacgaca 


tgatagtcac 


tgacaacaac 


960 


ggtgcagtca 


agtttccaca 


actgtgtaaa 


ttttgtgatg 


tgagattttc 


cacctgtgac 


1020 


aaccagaaat 


cctgcatgag 


caactgcagc 


atcacctcca 


tctgtgagaa 


gccacaggaa 


1080 


gtctgtgtgg 


ctgtatggag 


aaagaatgac 


gagaacataa 


cactagagac 


agtttgccat 


1140 


gaccccaagc 


tcccctacca 


tgactttatt 


ctggaagatg 


ctgcttctcc 


aaagtgcatt 


1200 


atgaaggaaa 


aaaaaaagcc 


tggtgagact 


ttcttcatgt 


gttcctgtag 


ctctgatgag 


1260 


tgcaatgaca 


acatcatctt 


ctcagaaggt 


gagttttctt 


ctcttaaggg 


tgtgggacct 


1320 


gagatctgtg 


ccaatttttt 


gtatccttgg 


tctgcagtgt 


catagagcac 


attcctcctg 


1380 


tggtggattg 


catacagtgg 


attaggagct 


cattcagctg 


gtggaaagag 


gggcttgggg 


1440 


agtagcaggg 


tttgttctgg 


ttctcatcaa 


atatggttga 


ctggggcaaa 


cattattatt 


1500 


tgtctttgac 


aaatagtttc 


tttcacctag 


agcagtgttt 


ctcaaagtgc 


ggccccttga 


1560 


gcagccagca 


tcagtatcac 


ctgggaacct 


gttataaatg 


cagattctca 


ggccccacta 


1620 


aatgagaaac 


atagagggtg 


aaccccagct 


atctgtattt 


taacaagccc 


tcccagtaat 


1680 



tctgtgcagc 


taaaatttgg 


taactattgt 
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tctaaagatt 


tggatggggt 


tgtttaatct 


1740 


tggaggagga 


ctttctttat 


aactgatgtt 


gtttcttgta 


catagtccca 


ggatttgtct 


1800 


ttagggtact 


tgtcatcgat 


cccatttgag 


agacactttg 


caatacagag 




1850 


<210> 32 

<211> 564 

<212> DNA 

<213> Homo sapiens 












<400> 32 
aggtgagttt 


tcttctctta 


agggtgtggg 


acctgagatc 


tgtgccaatt 


ttttgtatcc 


60 


ttggtctgca 


gtgtcataga 


gcacattcct 


cctgtggtgg 


attgcataca 


gtggattagg 


120 


agctcattca 


gctggtggaa 


agaggggctt 


ggggagtagc 


agggtttgtt 


ctggttctca 


180 


tcaaatatgg 


ttgactgggg 


caaacattat 


tatttgtctt 


tgacaaatag 


tttctttcac 


24 0 


ctagagcagt 


gtttctcaaa 


gtgcggcccc 


ttgagcagcc 


agcatcagta 


tcacctggga 


300 


acctgttata 


aatgcagatt 


ctcaggcccc 


actaaatgag 


aaacatagag 


ggtgaacccc 


360 


agctatctgt 


attttaacaa 


gccctcccag 


taattctgtg 


cagctaaaat 


ttggtaacta 


420 


ttgttctaaa 


gatttggatg 


gggttgttta 


atcttggagg 


aggactttct 


ttataactga 


480 


tgttgtttct 


tgtacatagt 


cccaggattt 


gtctttaggg 


tacttgtcat 


cgatcccatt 


540 


tgagagacac 


tttgcaatac 


agag 








564 



<210> 33 

<211> 815 

<212> PRT 

<213> Homo sapiens 

<400> 33 

Met Ala Phe Pro Pro Arg Arg Arg Leu Arg Leu Gly Pro Arg Gly Leu 
1 5 10 15 



Pro Leu Leu Leu Ser Gly Leu Leu Leu Pro Leu Cys Arg Ala Phe Asn 
20 25 30 



Leu Asp Val Asp Ser Pro Ala Glu Tyr Ser Gly Pro Glu Gly Ser Tyr 
35 4 0 4 5 



Phe Gly Phe Ala Val Asp Phe Phe Val Pro Ser Ala Ser Ser Arg Met 
50 55 60 



Phe Leu Leu Val Gly Ala Pro Lys Ala Asn Thr Thr Gin Pro Gly lie 
65 70 75 80 



Val Glu Gly Gly Gin Val Leu Lys Cys Asp Trp Ser Ser Thr Arg Arg 
85 90 95 



Cys Gin Pro lie Glu Phe Asp Ala Thr Gly Asn Arg Asp Tyr Ala Lys 
100 105 110 
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Asp Asp Pro Leu Glu Phe Lys Ser His Gin Trp Phe Gly Ala Ser Val 
115 120 125 



Arg Ser Lys Gin Asp Lys lie Leu Ala Cys Ala Pro Leu Tyr His Trp 
130 135 140 



Arg Thr Glu Met Lys Gin Glu Arg Glu Pro Val Gly Thr Cys Phe Leu 
145 150 155 160 



Gin Asp Gly Thr Lys Thr Val Glu Tyr Ala Pro Cys Arg Ser Gin Asp 
165 170 175 



lie Asp Ala Asp Gly Gin Gly Phe Cys Gin Gly Gly Phe Ser lie Asp 
180 " 185 190 



Phe Thr Lys Ala Asp Arg Val Leu Leu Gly Gly Pro Gly Ser Phe Tyr 
195 200 205 



Trp Gin Gly Gin Leu lie Ser Asp Gin Val Ala Glu lie Val Ser Lys 
210 215 220 



Tyr Asp Pro Asn Val Tyr Ser lie Lys Tyr Asn Asn Gin Leu Ala Thr 
225 230 235 240 



Arg Thr Ala Gin Ala lie Phe Asp Asp Ser Tyr Leu Gly Tyr Ser Val 
245 250 255 



Ala Val Gly Asp Phe Asn Gly Asp Gly lie Asp Asp Phe Val Ser Gly 
260 265 270 



Val Pro Arg Ala Ala Arg Thr Leu Gly Met Val Tyr lie Tyr Asp Gly 
275 ' 280 " ' 285 



Lys Asn Met Ser Ser Leu Tyr Asn Phe Thr Gly Glu Gin Met Ala Ala 
290 295 300 



Tyr Phe Gly Phe Ser Val Ala Ala Thr Asp lie Asn Gly Asp Asp Tyr 
305 310 315 320 



Ala Asp Val Phe lie Gly Ala Pro Leu Phe Met Asp Arg Gly Ser Asp 
325 330 335 



Gly Lys Leu Gin Glu Val Gly Gin Val Ser Val Ser Leu Gin Arg Ala 
340 345 350 



Ser Gly Asp Phe Gin Thr Thr Lys Leu Asn Gly Phe Glu Val Phe Ala 
355 360 365 



Arg Phe Gly Ser Ala lie Ala Pro Leu Gly Asp Leu Asp Gin Asp Gly 
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370 375 380 



Phe Asn Asp lie Ala lie Ala Ala Pro Tyr Gly Gly Glu Asp Lys Lys 
385 390 395 400 



Gly lie Val Tyr lie Phe Asn Gly Arg Ser Thr Gly Leu Asn Ala Val 
405 410 415 



Pro Ser Gin lie Leu Glu Gly Gin Trp Ala Ala Arg Ser Met Pro Pro 
420 425 430 



Ser Phe Gly Tyr Ser Met Lys Gly Ala Thr Asp lie Asp Lys Asn Gly 
435 440 445 



Tyr Pro Asp Leu lie Val Gly Ala Phe Gly Val Asp Arg Ala lie Leu 
450 455 460 



Tyr Arg Ala Arg Pro Val lie Thr Val Asn Ala Gly Leu Glu Val Tyr 
465 470 475 480 



Pro Ser lie Leu Asn Gin Asp Asn Lys Thr Cys Ser Leu Pro Gly Thr 
485 490 495 



Ala Leu Lys Val Ser Cys Phe Asn Val Arg Phe Cys Leu Lys Ala Asp 
500 505 " 510 



Gly Lys Gly Val Leu Pro Arg Lys Leu Asn Phe Gin Val Glu Leu Leu 
515 520 525 



Leu Asp Lys Leu Lys Gin Lys Gly Ala lie Arg Arg Ala Leu Phe Leu 
530 535 540 



Tyr Ser Arg Ser Pro Ser His Ser Lys Asn Met Thr lie Ser Arg Gly 
545 550 555 560 



Gly Leu Met Gin Cys Glu Glu Leu lie Ala Tyr Leu Arg Asp Glu Ser 
565 570 575 



Glu Phe Arg Asp Lys Leu Thr Pro He Thr He Phe Met Glu Tyr Arg 
580 585 590 



Leu Asp Tyr Arg Thr Ala Ala Asp Thr Thr Gly Leu Gin Pro He Leu 
595 600 605 



Asn Gin Phe Thr Pro Ala Asn He Ser Arg Gin Ala His He Leu Leu 
610 615 620 



Asp Cys Gly Glu Asp Asn Val Cys Lys Pro Lys Leu Glu Val Ser Val 
625 630 635 640 
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Asp Ser Asp Gin Lys Lys lie Tyr lie Gly Asp Asp Asn Pro Leu Thr 
645 " 650 * 655 



Leu lie Val Lys Ala Gin Asn Gin Gly Glu Gly Ala Tyr Glu Ala Glu 
660 665 670 



Leu lie Val Ser lie Pro Leu Gin Ala Asp Phe lie Gly Val Val Arg 
675 680 685 



Asn Asn Glu Ala Leu Ala Arg Leu Ser Cys Ala Phe Lys Thr Glu Asn 
690 695 700 



Gin Thr Arg Gin Val Val Cys Asp Leu Gly Asn Pro Met Lys Ala Gly 
705 710 ^ 715 720 



Thr Gin Leu Leu Ala Gly Leu Arg Phe Ser Val His Gin Gin Ser Glu 
725 730 735 



Met Asp Thr Ser Val Lys Phe Asp Leu Gin lie Gin Ser Ser Asn Leu 
740 745 750 



Phe Asp Lys Val Ser Pro Val Val Ser His Lys Val Asp Leu Ala Val 
755 760 765 



Leu Ala Ala Val Glu lie Arg Gly Val Ser Ser Pro Asp His lie Phe 
770 775 780 



Leu Pro lie Pro Asn Trp Glu His Lys Glu Asn Pro Glu Thr Glu Glu 
785 790 795 800 



Asp Val Gly Pro Val Val Gin His He Tyr Glu Val Cys Ser Cys 
805 810 815 



<210> 34 

<211> 4 

<212> PRT 

<213> Homo sapiens 

<400> 34 

Val Cys Ser Cys 
1 



<210> 35 

<211> 3379 

<212> DNA 

<213> Homo sapiens 

<400> 35 

gataaaaagc tttcctcatt tttaaacaac agtcgcacgg aagttcccgg cgggacaagg 60 
gaacgtgggt gcccttgcta ctcccgtgga cgcgggtaga ttgggacgct ggaccgtatc 120 



tccccgcccc cgcccccacg cctcctcagg tgctcagcct gaggccttcg tccaggagcg 180 
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ctgccgctga 


cccaggctca 


ggagctgggg 


gcccctgcac 


agacgcccag 


gtctcgggac 


240 


aggcggcgac 


tgcactcacg 


gaagtacgct 


gagctctccc 


ctgtagaagg 


gcgcctctcc 


300 


tcccccactt 


cctcctccag 


ctccacagca 


gcctcccggg 


ccggctcctc 


ctccttccag 


360 


gtctcctccc 


agtgccgccg 


cggctctca'g 


gcctgaggtg 


cggcgctcac 


cccggcagtc 


420 


cccagcctca 


gacgctgcgt 


ggagcggcgg 


agccggaggg 


aagcaaagga 


ccgtctgcgc 


480 


tgctgtcccc 


gccccgcgcg 


ctctgcgccc 


ctcgtccctg 


gcggtcgctc 


cgaagctcag 


540 


ccctcttgcc 


tgccccggag 


ctgtcccggg 


ctagccgaga 


agagagcggc 


cggcaagttt 


600 


gggcgcgcgc 


aggcggcggg 


ccgcgggcac 


tgggcgcctc 


gctggggcgg 


ggggaggtgg 


660 


ctaccgctcc 


cggcttggcg 


tcccgcgcgc 


acttcggcga 


tggcttttcc 


gccgcggcga 


720 


cggctgcgcc 


tcggtccccg 


cggcctcccg 


cttcttctct 


cgggactcct 


gctacctctg 


780 


tgccgcgcct 


tcaacctaga 


cgtggacagt 


cctgccgagt 


actctggccc 


cgagggaagt 


840 


tacttcggct 


tcgccgtgga 


tttcttcgtg 


cccagcgcgt 


cttcccggat 


gtttcttctc 


900 


gtgggagctc 


ccaaagcaaa 


caccacccag 


cctgggattg 


tggaaggagg 


gcaggtcctc 


960 


aaatgtgact 


ggtcttctac 


ccgccggtgc 


cagccaattg 


aatttgatgc 


aacaggcaat 


1020 


agagattatg 


ccaaggatga 


tccattggaa 


tttaagtccc 


atcagtggtt 


tggagcatct 


1080 


gtgaggtcga 


aacaggataa 


aattttggcc 


tgtgccccat 


tgtaccattg 


gagaactgag 


1140 


atgaaacagg 


agcgagagcc 


tgttggaaca 


tgctttcttc 


aagatggaac 


aaagactgtt 


1200 


gagtatgctc 


catgtagatc 


acaagatatt 


gatgctgatg 


gacagggatt 


ttgtcaagga 


1260 


ggattcagca 


ttgattttac 


taaagctgac 


agagtacttc 


ttggtggtcc 


tggtagcttt 


1320 


tattggcaag 


gtcagcttat 


ttcggatcaa 


gtggcagaaa 


tcgtatctaa 


atacgacccc 


1380 


aatgtttaca 


gcatcaagta 


taataaccaa 


ttagcaactc 


ggactgcaca 


agctattttt 


1440 


gatgacagct 


atttgggtta 


ttctgtggct 


gtcggagatt 


tcaatggtga 


tggcatagat 


1500 


gactttgttt 


caggagttcc 


aagagcagca 


aggactttgg 


gaatggttta 


tatttatgat 


1560 


gggaagaaca 


tgtcctcctt 


atacaatttt 


actggcgagc 


agatggctgc 


atatttcgga 


1620 


ttttctgtag 


ctgccactga 


cattaatgga 


gatgattatg 


cagatgtgtt 


tattggagca 


1680 


cctctcttca 


tggatcgtgg 


ctctgatggc 


aaactccaag 


aggtggggca 


ggtctcagtg 


1740 


tctctacaga 


gagcttcagg 


agacttccag 


acgacaaagc 


tgaatggatt 


tgaggtcttt 


1800 


gcacggtttg 


gcagtgccat 


agctcctttg 


ggagatctgg 


accaggatgg 


tttcaatgat 


1860 


attgcaattg 


ctgctccata 


tgggggtgaa 


gataaaaaag 


gaattgttta 


tatcttcaat 


1920 


ggaagatcaa 


caggcttgaa 


cgcagtccca 


tctcaaatcc 


t tgaagggca 


gtgggctgct 


1980 


cgaagcatgc 


caccaagctt 


tggctattca 


atgaaaggag 


ccacagatat 


agacaaaaat 


2040 


ggatatccag 


acttaattgt 


aggagctttt 


ggtgtagatc 


gagctatctt 


atacagggcc 


2100 


agaccagtta 


tcactgtaaa 


tgctggtctt 


gaagtgtacc 


ctagcatttt 


aaatcaagac 


2160 


aataaaacct 


gctcactgcc 


tggaacagct 


ctcaaagttt 


cctgttttaa 


tgttaggttc 


2220 
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tgcttaaagg cagatggcaa aggagtactt cccaggaaac ttaatttcca ggtggaactt 2280 

cttttggata aactcaagca aaagggagca attcgacgag cactgtttct ctacagcagg 2340 

tccccaagtc actccaagaa catgactatt tcaagggggg gactgatgca gtgtgaggaa 24 00 

ttgatagcgt atctgcggga tgaatctgaa tttagagaca aactcactcc aattactatt 24 60 

tttatggaat atcggttgga ttatagaaca gctgctgata caacaggctt gcaacccatt 2520 

cttaaccagt tcacgcctgc taacattagt cgacaggctc acattctact tgactgtggt 2580 

gaagacaatg tctgtaaacc caagctggaa gtttctgtag atagtgatca aaagaagatc 2640 

tatattgggg atgacaaccc tctgacattg attgttaagg ctcagaatca aggagaaggt 2700 

gcctacgaag ctgagctcat cgtttccatt ccactgcagg ctgatttcat cggggttgtc 2760 

cgaaacaatg aagccttagc aagactttcc tgtgcattta agacagaaaa ccaaactcgc 2820 

caggtggtat gtgaccttgg aaacccaatg aaggctggaa ctcaactctt agctggtctt 2880 

cgtttcagtg tgcaccagca gtcagagatg gatacttctg tgaaatttga cttacaaatc 2940 

caaagctcaa atctatttga caaagtaagc ccagttgtat ctcacaaagt tgatcttgct 3000 

gttttagctg cagttgagat aagaggagtc tcgagtcctg atcatatctt tcttccgatt 3060 

ccaaactggg agcacaagga gaaccctgag actgaagaag atgttgggcc agttgttcag 3120 

cacatctatg aggtttgcag ttgttagatt ttactcaaac ctcgtgagca agccaacgaa 3180 

gagaggaaca actaagctac tttaaaaaaa aaattctatg taatttttat gtaaactcta 3240 

cattggttaa gtatgtgtca gagatttctt tgaatatttt ccctatacat aaattcattt 3300 

ttatttgaca aatagacttg tttaaataaa gcagtttata taatttgttg tttaaaataa 3360 

attagttcta cttgaataa 3379 

<210> 36 

<211> 247 

<212> DNA 

<213> Homo sapiens 

<400> 36 

gtttgcagtt gttagatttt actcaaacct cgtgagcaag ccaacgaaga gaggaacaac 60 

taagctactt taaaaaaaaa attctatgta atttttatgt aaactctaca ttggttaagt 120 

atgtgtcaga gatttctttg aatattttcc ctatacataa attcattttt atttgacaaa 180 

tagacttgtt taaataaagc agtttatata atttgttgtt taaaataaat tagttctact 240 

tgaataa 247 

<210> 37 

<211> 222 

<212> PRT 

<213> Homo sapiens 

<400> 37 



Met Ala Trp Ser Leu Gly Ser Trp Leu Gly Gly Cys Leu Leu Val Ser 
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10 15 



Ala Leu Gly Met Val Pro Pro Pro Glu Asn Val Arg Met Asn Ser Val 
20 25 30 



Asn Phe Lys Asn He Leu Gin Trp Glu Ser Pro Ala Phe Ala Lys Gly 
35 40 45 



Asn Leu Thr Phe Thr Ala Gin Tyr Leu Ser Tyr Arg He Phe Gin Asp 
50 55 60 



Lys Cys Met Asn Thr Thr Leu Thr Glu Cys Asp Phe Ser Ser Leu Ser 
65 70 75 80 



Lys Tyr Gly Asp His Thr Leu Arg Val Arg Ala Glu Phe Ala Asp Glu 
85 90 95 



His Ser Asp Trp Val Asn He Thr Phe Cys Pro Val Asp Asp Thr He 
100 105 110 



He Gly Pro Pro Gly Met Gin Val Glu Val Leu Ala Asp Ser Leu His 
115 120 125 



Met Arg Phe Leu Ala Pro Lys He Glu Asn Glu Tyr Glu Thr Trp Thr 
130 135 140 



Met Lys Asn Val Tyr Asn Ser Trp Thr Tyr Asn Val Gin Tyr Trp Lys 
145 150 155 160 



Asn Gly Thr Asp Glu Lys Phe Gin lie Thr Pro Gin Tyr Asp Phe Glu 
165 170 175 



Val Leu Arg Asn Leu Glu Pro Trp Thr Thr Tyr Cys Val Gin Val Arg 
180 185 190 



Gly Phe Leu Pro Asp Arg Asn Lys Ala Gly Glu Trp Ser Glu Pro Val 
195 200 205 



Cys Glu Gin Thr Thr His Asp Val Phe Gly Pro Ser Ser Ser 
210 215 220 



<210> 38 

<211> 7 

<212> PRT 

<213> Homo sapiens 

<400> 38 

Val Phe Gly Pro Ser Ser Ser 
1 5 



<210> 39 



30 

<211> 1806 

<212> DNA 

<213> Homo sapiens 

<400> 39 

cccgcccatc tccgctggtt cccggaagcc gccgcggaca agctctcccg ggcgcgggcg 60 

ggggtcgtgt gcttggagga agccgcggaa cccccagcgt ccgtccatgg cgtggagcct 120 

tgggagctgg ctgggtggct gcctgctggt gtcagcattg ggaatggtac cacctcccga 180 

aaatgtcaga atgaattctg ttaatttcaa gaacattcta cagtgggagt cacctgcttt 240 

tgccaaaggg aacctgactt tcacagctca gtacctaagt tataggatat tccaagataa 300 

atgcatgaat actaccttga cggaatgtga tttctcaagt ctttccaagt atggtgacca 360 

caccttgaga gtcagggctg aatttgcaga tgagcattca gactgggtaa acatcacctt 420 

ctgtcctgtg gatgacacca ttattggacc ccctggaatg caagtagaag tacttgctga 480 

ttctttacat atgcgtttct tagcccctaa aattgagaat gaatacgaaa cttggactat 540 

gaagaatgtg tataactcat ggacttataa tgtgcaatac tggaaaaacg gtactgatga 600 

aaagtttcaa attactcccc agtatgactt tgaggtcctc agaaacctgg agccatggac 660 

aacttattgt gttcaagttc gagggtttct tcctgatcgg aacaaagctg gggaatggag 720 

tgagcctgtc tgtgagcaaa caacccatga cgtttttggg ccatcctcat cataacacac 780 

ttctgttttt ctcctttcca ttgtcggatg agaatgatgt ttttgacaag ctaagtgtca 840 

ttgcagaaga ctctgagagc ggcaagcaga atcctggtga cagctgcagc ctcgggaccc 900 

cgcctgggca ggggccccaa agctaggctc tgagaaggaa acacactcgg ctgggcacag 960 

tgacgtactc catctcacat ctgcctcagt gagggatcag ggcagcaaac aagggccaag 1020 

accatctgag ccagccccac atctagaact cccagaccct ggacttagcc accagagagc 1080 

tacattttaa aggctgtctt ggcaaaaata ctccatttgg gaactcactg ccttataaag 1140 

gctttcatga tgttttcaga agttggccac tgagagtgta attttcagcc ttttatatca 1200 

ctaaaataag atcatgtttt aattgtgaga aacagggccg agcacagtgg ctcacgcctg 1260 

taataccagc accttagagg tcgaggcagg cggatcactt gaggtcagga gttcaagacc 1320 

agcctggcca atatggtgaa acccagtctc tactaaaaat acaaaaatta gctaggcatg 1380 

atggcgcatg cctataatcc cagctactcg agtgcctgag gcaggagaat tgcatgaacc 1440 

cgggaggagg aggaggaggt tgcagtgagc cgagatagcg gcactgcact ccagcctggg 1500 

tgacaaagtg agactccatc tcaaaaaaaa aaaaaaaaaa ttgtgagaaa cagaaatact 1560 

taaaatgagg aataagaatg gagatgttac atctggtaga tgtaacattc taccagatta 1620 

tggatggact gatctgaaaa tcaacctcaa ctcaagggtg gtcagctcaa tgctacacag 1680 

agcacggact tttggattct ttgcagtact ttgaatttat ttttctacct atatatgttt 1740 

tatatgctgc tggtgctcca ttaaagtttt actctgtgtt gcactatatg tgttcatgat 1800 

aaaaaa 1806 
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<210> 40 

<211> 65 

<212> DNA 

<213> Homo sapiens 

<400> 40 

tcagaatctt ttattgtctt ttttaaaaat gtagctagac ataataaaag taattctata 60 
ctgta 65 

<210> 41 

<211> 441 

<212> PRT 

<213> Homo sapiens 

<400> 41 

Met Val Val Leu Leu Gly Ala Thr Thr Leu Val Leu Val Ala Val Ala 
15 10 15 



Pro Trp Val Leu Ser Ala Ala Ala Gly Gly Lys Asn Leu Lys Ser Pro 
20 25 30 



Gin Lys Val Glu Val Asp lie lie Asp Asp Asn Phe lie Leu Arg Trp 
35 40 45 



Asn Arg Ser Asp Glu Ser Val Gly Asn Val Thr Phe Ser Phe Asp Tyr 
50 55 60 



Gin Lys Thr Gly Met Asp Asn Trp lie Lys Leu Ser Gly Cys Gin Asn 
65 70 75 80 



lie Thr Ser Thr Lys Cys Asn Phe Ser Ser Leu Lys Leu Asn Val Tyr 
85 90 95 



Glu Glu lie Lys Leu Arg lie Arg Ala Glu Lys Glu Asn Thr Ser Ser 
100 105 110 



Trp Tyr Glu Val Asp Ser Phe Thr Pro Phe Arg Lys Ala Gin lie Gly 
115 120 125 



Pro Pro Glu Val His Leu Glu Ala Glu Asp Lys Ala lie Val lie His 
130 135 140 



lie Ser Pro Gly Thr Lys Asp Ser Val Met Trp Ala Leu Asp Gly Leu 
145 150 155 ~ 160 



Ser Phe Thr Tyr Ser Leu Val lie Trp Lys Asn Ser Ser Gly Val Glu 
165 170 175 



Glu Arg lie Glu Asn lie Tyr Ser Arg His Lys lie Tyr Lys Leu Ser 
180 185 * 190 
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Pro Glu Thr Thr Tyr Cys Leu Lys Val Lys Ala Ala Leu Leu Thr Ser 
195 200 205 



Trp Lys lie Gly Val Tyr Ser Pro Val His Cys lie Lys Thr Thr Val 
210 215 220 



Glu Asn Glu Leu Pro Pro Pro Glu Asn lie Glu Val Ser Val Gin Asn 
225 230 235 240 



Gin Asn Tyr Val Leu Lys Trp Asp Tyr Thr Tyr Ala Asn Met Thr Phe 
245 250 255 



Gin Val Gin Trp Leu His Ala Phe Leu Lys Arg Asn Pro Gly Asn His 
260 265 270 



Leu Tyr Lys Trp Lys Gin lie Pro Asp Cys Glu Asn Val Lys Thr Thr 
275 280 285 



Gin Cys Val Phe Pro Gin Asn Val Phe Gin Lys Gly lie Tyr Leu Leu 
290 295 300 



Arg Val Gin Ala Ser Asp Gly Asn Asn Thr Ser Phe Trp Ser Glu Glu 
305 310 315 320 



lie Lys Phe Asp Thr Glu lie Gin Ala Phe Leu Leu Pro Pro Val Phe 

325 330 335 



Asn lie Arg Ser Leu Ser Asp Ser Phe His lie Tyr lie Gly Ala Pro 
340 345 350 



Lys Gin Ser Gly Asn Thr Pro Val lie Gin Asp Tyr Pro Leu lie Tyr 
355 360 365 



Glu lie lie Phe Trp Glu Asn Thr Ser Asn Ala Glu Arg Lys lie lie 
370 375 380 



Glu Lys Lys Thr Asp Val Thr Val Pro Asn Leu Lys Pro Leu Thr Val 
385 390 395 400 



Tyr Cys Val Lys Ala Arg Ala His Thr Met Asp Glu Lys Leu Asn Lys 
405 410 415 



Ser Ser Val Phe Ser Asp Ala Val Cys Glu Lys Thr Lys Pro Gly Gin 
420 425 430 



Asn Leu Leu Leu Ser Phe Leu Lys Met 
435 440 



<210> 42 
<211> 10 
<212> PRT 
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<213> Homo sapiens 
<400> 42 

Gin Asn Leu Leu Leu Ser Phe Leu Lys Met 



<210> 43 

<211> 1512 

<212> DNA 

<213> Homo sapiens 

<400> 43 

agaagaggcg gcgcgtgcgt agaggggcgg tgagagctaa gaggggcagc gcgtgtgcag 60 

aggggcggtg tgacttagga cggggcgatg gcggctgaga ggagctgcgc gtgcgcgaac 120 

atgtaactgg tgggatctgc ggcggctccc agatgatggt cgtcctcctg ggcgcgacga 180 

ccctagtgct cgtcgccgtg gcgccatggg tgttgtccgc agccgcaggt ggaaaaaatc 240 

taaaatctcc tcaaaaagta gaggtcgaca tcatagatga caactttatc ctgaggtgga 300 

acaggagcga tgagtctgtc gggaatgtga ctttttcatt cgattatcaa aaaactggga 360 

tggataattg gataaaattg tctgggtgtc agaatattac tagtaccaaa tgcaactttt 420 

cttcactcaa gctgaatgtt tatgaagaaa ttaaattgcg tataagagca gaaaaagaaa 480 

acacttcttc atggtatgag gttgactcat ttacaccatt tcgcaaagct cagattggtc 540 

ctccagaagt acatttagaa gctgaagata aggcaatagt gatacacatc tctcctggaa 600 

caaaagatag tgttatgtgg gctttggatg gtttaagctt tacatatagc ttagttatct 660 

ggaaaaactc ttcaggtgta gaagaaagga ttgaaaatat ttattccaga cataaaattt 720 

ataaactctc accagagact acttattgtc taaaagttaa agcagcacta cttacgtcat 780 

ggaaaattgg tgtctatagt ccagtacatt gtataaagac cacagttgaa aatgaactac 840 

ctccaccaga aaatatagaa gtcagtgtcc aaaatcagaa ctatgttctt aaatgggatt 900 

atacatatgc aaacatgacc tttcaagttc agtggctcca cgccttttta aaaaggaatc 960 

ctggaaacca tttgtataaa tggaaacaaa tacctgaetg tgaaaatgtc aaaactaccc 1020 

agtgtgtctt tcctcaaaac gttttccaaa aaggaattta ccttctccgc gtacaagcat 1080 

ctgatggaaa taacacatct ttttggtctg aagagataaa gtttgatact gaaatacaag 1140 

ctttcctact tcctccagtc tttaacatta gatcccttag tgattcattc catatctata 1200 

tcggtgctcc aaaacagtct ggaaacacgc ctgtgatcca ggattatcca ctgatttatg 1260 

aaattatttt ttgggaaaac acttcaaatg ctgagagaaa aattatcgag aaaaaaactg 1320 

atgttacagt tcctaatttg aaaccactga ctgtatattg tgtgaaagcc agagcacaca 1380 

ccatggatga aaagctgaat aaaagcagtg tttttagtga cgctgtatgt gagaaaacaa 1440 

aaccaggtca gaatctttta ttgtcttttt taaaaatgta gctagacata ataaaagtaa 1500 

ttctatactg ta 1512 



